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1 MALGTTLRAS LLLLGLLTEG LflQLAIPASV PRGFWALP EN LTV /EGASVE 



51 
101 



LRCGVSTPGS AV OWAKDfiT.L LGPDPRIPGF PRYRLEG DPA RGEFHLHIEA 



CDLSDDAEYE CQV SRSEMGP ELVSPRVILS ILVPPKLLLL TPEAGTKVTH 



151 V^GOEYVVNC VSGDAKPA PD ITILLSGQTI SDISANVNEG SQQKLFTVEAl 
201 fTARyTPRSSD NRQLLVCEJ S SPALEAPIKA SFTVNVLFPP GPPVIEWPGL 
251 DEGHVRAbQS LELPCVAR GG NPLATLQWLK NGQPVSTAWG TEHTQAVARSl 



301 1 VLVMTVRPED HGAQLSCeJ h NSVSAGTQEH GITLQVTFPP SAIIILGSAS 
^KNVTLS CVSKSSRP RV LLRWWLGWRQ LLPMEETVMD GLHGGHISMSl 



351 QTEpi 
401 1 BLiri 



| NT.TFIARRED NGLTLTCEAf SEAFTKETFK KSLILNVKYP AQKLNIEGPP 
451 rr^KTRi^TP VRT.vr.TATGG NPEPSLMWY K DSRTVTESRL PQESRRVHLGj 



501 | SVEKSGSTFS RELVLVTGPS DNQAKFTCKflj GQLSASTQIA VQFPPTUm 
551 LANASALRtjG DALNLTCVSV SSNP PVNLSW DKEGE RLEGV AAPPRRAPFKI 



601 | GSAAARSVLL QVS SRDHGQR VTCRJf iSAEL RETVSSFYRL NVLYRPEFLG 
651 EQVLWTAVE QGEALLPVSV SANPAPEAFJUiiniGYRLSP AGGPRHRILS 
701 SGALHLWNVT RADDGLYQLH CQNSEGTAEA RLRLDVHYAP TIRALQDPTE 
751 VNVbGSVDIV CTVDANPI LP GMFNWERLGE DEEDQSLDDM EKISRGPTGRj 



VNvEg£ 
1 LRIHHJ 



801 1 LRIHHAKLAQ AGAYQCIVPN GVAPPARRLL RLWRFAPQV EHPTPLTKVA 
851 AAGD^TSSAT LHCRARGVPN I VFTWTKNGV PLDLQDPRYT EHTYHQGGVHl 



901 | SSLLTIAflYg AAODYALFTC Ta|tNALGSDQ TNIQLVSISRjPDPPSGLKW 



951 
1001 



SLTPHSVGLE WKPGFDGGLP QRFCIRYEAL GTPGFHYVDV VPPQATTFTL 



TGLQPSTRYR VWLLASNALG DSGlJdKGTQ LPITTPGLHQ PSGEPEDQLP 



1051 TEPPSGPS GL PLLPVLFALg GLLLL8HA8C VGGVLSTQRRL RRLAEGISEK 

1101 TEAGSEEDRV RNEYEESQWT GERDTQSSTV STTEAEPYYR SLRDFSPQLP 

1151 PTQEEVSYSR GFTGEDEDMA FPGHLYDEVE RTYPPSGAWG PLYDEVQMGP 

1201 WDLHWPEDTY QDPRGIYDQV AGDLDTLEPD SLPFELRGHL V 
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